
There is untapped potential for targeting 
in the human proteome1-4
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Proteasomal protein degradation can be harnessed to provide a unique way to potentially address traditionally 
“undruggable” protein targets that contribute to disease progression6,8-10
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Reasons for chemical intractability:

Traditionally “undruggable” targets1-3,5
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This approach may only be viable for 
10% of all proteins.2


